
−2.36

−0.67

1.01

2.7
hsa−miR−609

G
S

Z
mBL
intermediate
non−mBL

SATB2

PTK2

PTK2

MAX

SLC39A8

SPTBN1

ARID1A

ARHGEF2

SPTBN1

SPTBN1

CDKN2C

CDKN2C

PRR3

HIC2

−1.6 1.7∆ e



−6

−4

−2

0

2

4

6

hsa−miR−609
G

S
Z

on
−
off

# features = 40

1

1



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−609
G

S
Z


